Summary &mdash; The field work for selecting superior trees of cork oak is described. Requirements for selection are different from those employed for timber tree breeding, because the product to be improved is not wood, but bark. The field work is being developed in a natural forest of 16 000 ha, 8 000 of which are pure cork oak. As the trees are debarked once every 9 years, each year an area of 800-900 ha is selected. The characters assessed were tree size and form, resistance to pests and diseases, bulk production of cork, and cork quality. At 
INTRODUCTION
Quercus suber L covers an area of about 500 000 ha in Spain. Spain and Portugal produce 75% of the world's cork, 25% of which comes from Spain.
Many authors, eg, Natividade (1954) and Correia (1981) have stressed the necessity for genetic improvement of corkoak, but the first plan for genetic improvement only began in 1987. As in every similar plan, the selection of superior trees in of foremost importance (Zobel and Talbert, 1983 ).
In a previous article (García-Valdecantos, 1989) , the difficulty of choosing appropriate criteria for selecting superior cork oak trees was emphasized. In fact, there is no prior experience for selection of improved bark. The few papers published on oak selection describe techniques for improvement of wood quality and production (Coggeshall, 1987; Harmer, 1989; Kanowski et al, 1991) .
MATERIALS AND METHODS
The field work is being carried out in the La Almoraima estate, in the south of Spain. The average rainfall is 900 mm/year, and altitude ranges from 200 to 500 m. Within the 16 000 ha forest is the largest pure forest of cork oak in Europe:
8 000 ha. As trees are debarked once every 9 years, each year an area of 800-900 ha is investigated.
The first preselection is done by looking at phenotypic characters: height, bole straightness and health. weight of the cork produced (0-10); roughness of the bark after debarking (0-3); and health (0-8).
Group C: quality of the cork produced, measured in a subjective way (0-30).
After the first cycle is completed (in 1996), the data obtained will be analyzed statistically, in order to select the most significant characters.
Then, the 64 trees with the best scores will be selected for progeny testing. 
RESULTS

